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VCell Tutorial

VCell Pathway Commons Tutorial

Using external pathway databases to construct a biomodel
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In this tutorial...

» Use the database navigator to interact with pathway databases
such as Biomodels.net, Pathway Commons or SabioRK

» Import pathways or components of pathways into the VCell
workspace

» Edit pathway links in VCell models and annotate links

» Use tips for working with large network models in VCell
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page, press “ctrl” and “a@”
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=)

Protocols | 2 Simulations | [ Parameter Estimation |
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—

)
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[
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